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Your Microbes, Your Health

One hundred trillion cells bearing 3 mil-
lion different genes—that’s the roster of
microbes that live inside your body. They’re
not just passengers; if animal studies hold
up, these unseen multitudes profoundly
affect the body’s response to the environ-
ment, illness, and medical treatment. This
year, researchers started pinpointing spe-
cific ways in which the microbiome pro-

_ mntec health and diesace

* In 2008, nearly 300,000 infants in China
got kidney stones from milk formula tainted
with melamine, a plastics additive that was
used illegally to bulk up the formula’s appar-
ent protein content. This year, scientists
found that a bacterium may be to blame. A
study showed that rats exposed to melamine
developed fewer kidney stones when they
were given antibiotics. The reason: The
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treated rate lacked Klghsiella, which con-
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nutrition and other asperts of health.
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The microbiota and HIV: shedding light on
dark matters

James J. Goedert




=

71N

MEHIV-12%

e EERFHYER

%‘:’F

FTHIV-1REE (RHIBE )RR ERR RS IUEIEN,
BISELRISMREREE, ARTHASERIX—AER,

RHIEE BT RIS EEImEREATRVZER,, FREE
FEE,

RHZSRIESEERERAKKE. REIMERE. W
ST E B MARE BHITRK

EIZIEHIV-TRSRE TR MR S8 EREERAM
BEEFKE. CD8+ TR sE MBI AL,

Evolution of the gut microbiome following acute HIV-1 infection
Microbiome(2019.5).10.1186/540168-019-0687-5




SHEHIV- R S R R R

600

400

Ik value

200

T

SO0

400

300

Index value

200

100

1]

Index value

Time point

- RHISE - e CHI_nodRT e CHI_ART mmNEG
-
Hp=01 HHp=005

Fig. 1 Microbial genus richness and diversity indices obtained with 165 rRMNA gene sequencing. a Median = IR values in different crass-sectional
comparnson groups. Kraskal-Wallis p values are shown at the bottom of each phot. Asterisks (o values < 0.1 and =< 0.05) highlight statistically
significarnt Tukey post hoc pairwise difference: betwesn groups, cormmactad for multiple comparisons (FOR < 0.05). b, © Linear mixed models of the
cymamics of richness and diversity indices in recently HV-infected (RHI, red) and HNW-negative (MEG, green) subjects owver time. Horizontal axes
showw meonths after study enrollment. Each dot corresponds to a sample, and samples from the same individual through follow-up are line-
conmected. Single dots corespond 1o individuals with no longitudinal follow-up. Thick black lines correspond to the modeled slope of each
parameter. Vertical dashed lines ghow the inflection point at maonth 6 used for modelling in b and c Statistically, significant differences from O
(flat slope) are shown with asterisks. o values *< 0.1 arnd **< 005

Evolution of the gut microbiome following acute HIV-1 infection
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Fig. 1 Gut micrebiota alterations during HIV infection and their potential effects on the host. a. In different studies, distinct gut microbiome
compositions have been identified in HIV infected individuals with or without ART, as compared 1o healthy controls. Importantly, HV-associated
microbiome configurations vary between these studies. While ART dramatically lowers the viral load in infected individuals, gut microbiome
compasition is not fully restored to a healthy compaosition. Elite controllers’ differ in their microbial composition from HV- infected individuals and are
more similar to healthy individuals. b. The characteristic HIV microbiota possibly contributes ta some of the commaon HIV manifestations, including
madification of the level if infectivity, occurrence of opportunistic infections, increased gut permeability and resultant bacteria and bacterial product
translocation, increased immune activation and T cell polarization, metabolic complications and variability in the response to HIV treatment
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